[The dynamic change of extracellular matrix in human coronary atherogenesis].
To investigate the expression of type I, III procollagen mRNAs and chondroitin sulfate proteoglycan (CSPG) genes, as well as the distribution of type I, III collagen fibers and CSPG in human coronary atherogenesis. Staining for HE, picrosirius red, immunohistochemistry and hybridization in situ technique were included. (1) Along with the development of atherosclerotic lesion, collagen type I, III and CSPG were increased simultaneously in the coronary wall; The expressions of type I, III procollagen, biglycan, and decorin mRNAs were noticed to be increased in the plaques. (2) beta-lipoprotein was seen coexistently with CSPG in the AS plaques of the coronary arteries. (3) There were more SMC proliferation, predominant augmentation of type III collagen fibers and accumulation of CSPG in the early plaques of most young subjects; but less SMC, amount of type I collagen fibers and deposition of CSPG in the advanced plaques of most aged people. Over-expression of type I, III procollagen, biglycan and decorin mRNAs was related to the increase of type I, III collagen and CSPG in the atherosclerotic lesions. Proliferation of SMC, augmentation of type I, III collagen and CSPG and change of the proportion between collagen and CSPG are considered to play an important role in the development of coronary atherosclerosis.